[bookmark: _Toc301286784]Table S13: Correspondence between unsupervised promoter classification and sigma factor binding sites from DBTBS


(a) Motif cluster identified by the unsupervised sequence clustering algorithm (Table S4). Each up-shift is associated with a cluster according to the maximum posterior probability rule. M21 corresponds to an absence of a motif, i.e. sequence modeled as emitted by the background model. (b) up-shifts classified as belonging to this cluster that do not correspond to a sigma factor binding site reported in DBTBS (using a 22bp distance cut-off). (c) up-shifts classified as belonging to this cluster that correspond to a sigma factor binding site in DBTBS (closest DBTBS site at a distance ≤22bp).
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  S igma factor   binding sites in DBTBS c  

Cluster a  Not in  DBTBS b  SigA  SigB  SigD  SigE  SigF  SigG  SigH  SigI  SigK  SigL  SigM  SigW  SigX  SigY  

M19  401  59  0  0  0  0  0  0  0  1  0  0  0  0  0  

M14  369  90  0  0  0  0  0  0  0  0  0  0  0  0  0  

M4  349  49  0  0  1  0  0  0  0  0  0  0  1  0  0  

M3  213  1  0  0  54  8  0  1  0  1  0  0  0  0  0  

M7  218  33  0  1  0  0  0  0  0  0  0  0  0  0  0  

M5  170  1  0  0  4  0  0  0  0  38  0  0  0  0  0  

M16  170  22  0  0  0  0  0  1  0  0  0  0  0  0  0  

M8  134  0  0  0  1  10  42  1  0  0  0  0  0  0  0  

M11  127  1  44  0  0  1  0  0  0  0  0  0  0  0  0  

M13  113  0  0  0  0  0  0  0  0  0  0  0  0  0  0  

M17  80  19  0  1  0  0  0  0  0  0  0  0  0  0  0  

M9  43  0  0  0  0  0  0  1  0  0  0  1  33  2  2  

M1  63  1  0  0  1  0  0  12  0  0  0  0  0  0  0  

M15  72  0  0  0  0  1  0  0  0  1  0  0  0  0  0  

M10  48  1  0  23  0  0  0  0  0  0  0  0  0  0  0  

M21  44  1  0  0  0  0  0  0  0  0  0  0  0  0  0  

M2  16  0  0  0  0  0  0  0  1  0  0  0  0  0  0  

M18  11  0  0  0  0  0  0  0  0  0  6  0  0  0  0  

M20  12  0  0  0  0  0  0  0  0  0  0  0  0  0  0  

M6  4  7  0  0  0  0  0  0  0  0  0  0  0  0  0  

M12  5  0  0  0  0  0  0  0  0  0  0  0  0  0  0  
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